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Abstract 
This paper presents an advanced artificial life simulation platform that models 
evolutionary processes through neural network-driven entities within a dynamically 
evolving environment. The paper presents a sophisticated morphological framework 
enabling organisms to develop diverse anatomical structures, including locomotory 
appendages, sensory organs, and defensive adaptations. Each entity operates under 
the control of a neural network architecture that processes environmental inputs and 
generates behavioral outputs, facilitating the emergence of complex, non-programmed 
behaviors. These entities evolve in concert with their natural habitats, leading to 
specialized adaptive traits. 
 
This comprehensive platform serves as a powerful tool for investigating artificial 
evolution, emergent behavioral patterns, and complex ecological dynamics, enabling the 
creation and study of naturally evolved virtual organisms. The platform's modular 
architecture facilitates rigorous analysis of both morphological and behavioral 
adaptations across multiple generations, offering valuable insights into evolutionary 
mechanisms and the emergence of complex systems. 

 

1. Introduction 

Evolutionary simulation has a rich history dating back to the 1970s, but recent advances in 
neural networks and computational capabilities have revolutionized our ability to model 
complex, neurally-driven entities exhibiting sophisticated behavioral patterns across diverse 
environments. Of particular significance is the NEAT (NeuroEvolution of Augmented Topology) 
algorithm, which mimicks natural evolution by allowing both the neural network structure and 
weights to evolve simultaneously through genetic algorithms. This enables the emergence of 
increasingly complex behavioral adaptations1. 

While various artificial ecosystem simulators have been developed, they have generally focused 
on evolving organisms within static environments – a significant departure from natural 
biological systems where environments and organisms co-evolve in continuous feedback loops. 
Our proposed platform addresses this limitation by implementing not only neural network-driven 
entities with distinct evolving morphologies but also a dynamic, neurally-controlled plant-based 
ecosystem that evolves in parallel with its inhabitants. 



This dual-evolution approach, incorporating both organism and environmental adaptation, 
represents a significant advance in evolutionary simulation complexity. The resulting system will 
exhibit unprecedented levels of ecological diversity and emergent behaviors, more closely 
approximating the intricate dynamics observed in natural ecosystems. 

 

2. Neural Network Driven Entities 

We implement the NeuroEvolution of Augmented Topology (NEAT) algorithm to enable entities 
to evolve sophisticated neural network architectures from minimal initial configurations. Entities 
begin with the simplest possible network structure - lacking middle layer neurons and containing 
only essential connections - allowing evolutionary processes to incrementally develop both the 
weights and neural structure. During reproduction, offspring networks have a probability of 
undergoing structural mutations, including the addition of new neurons or the formation of novel 
connections. This evolutionary mechanism facilitates the gradual emergence of increasingly 
complex neural architectures capable of generating more sophisticated behaviors (Figure 1). 

In the current implementation, entities are initialized with basic networks consisting of direct 
input-output connections (Eg. Figure 1A), specifically four randomly generated connections 
between sensory inputs and behavioral outputs. The early stages of simulation demonstrate 
strong selection pressure, with survival contingent upon successful energy acquisition through 
food sources. As the simulation progresses, species evolve their neural architectures in 
response to environmental demands (Eg. Figure 1B).  

We observe a positive correlation between environmental complexity and neural network 
sophistication, both in terms of structural complexity and behavioral capabilities. For instance, 
environments with abundant obstacles create selection pressure for enhanced navigational 
abilities, which necessitates more complex neural architectures. This exemplifies how Darwinian 
selection naturally drives the evolution of more sophisticated neural networks when 
environmental challenges demand advanced behavioral strategies. 

 



 
Figure 1. Sample neural network (A) that starts out as a minimalist neural network with no 
middle layer neurons and 5 connections, and can evolve in structure by creating new 
connections and neurons using NEAT (B). 

In our current implementation we observe the emergence of diverse and sophisticated 
behavioral patterns. The simulation can produce distinct ecological niches, including: 

● Facultative carnivores that exhibit complex scavenging behaviors, systematically 
searching for carrion across the environment 

● Territorial predators that employ localized hunting strategies, although these often face 
evolutionary pressure due to the rapid development of enhanced speed in herbivorous 
populations 

● Herbivorous entities that develop more complex neural architectures, driven by selective 
pressure for superior navigation capabilities and resource location 

 
Our comparative analysis demonstrates that the NEAT (NeuroEvolution of Augmented 
Topology) algorithm significantly outperforms traditional fixed-architecture approaches, such as 
10x5x4 neural networks, even when controlling for total neuron count. This superiority suggests 
that allowing for evolutionary optimization of network topology, rather than just weights, is crucial 
for developing effective adaptive behaviors in complex evolving environments. 

To enhance the simulation's capacity for generating diverse and sophisticated evolutionary 
outcomes, we propose two key methodological advances that will significantly increase system 
complexity: Entity Segmental Specialization and a co-evolving plant ecosystem. 

 



3. Entity Segmental Specialization 

Nature employs remarkably efficient optimization strategies when creating multicellular 
organisms, in particular mirroring and segmentation. It allows species to generate morphological 
complexity and variation while maintaining genetic simplicity. These fundamental patterns 
manifest across diverse species, from the bilateral symmetry characteristic of vertebrates to the 
segmented body plans of arthropods2. At the molecular level, intricate regulatory networks 
establish sophisticated feedback loops that precisely modulate gene expression and protein 
synthesis, orchestrating cellular differentiation. Through these mechanisms, populations of 
initially undifferentiated cells progressively develop into specialized tissues, ultimately giving rise 
to complex anatomical structures including skeletal elements, neural networks, vasculature, and 
muscular systems. 

The orchestration of this developmental complexity is predominantly controlled by master 
regulatory genes, with Hox genes representing a canonical example2. These evolutionarily 
conserved transcription factors function as molecular switches, initiating cascading genetic 
pathways that coordinate comprehensive developmental programs (Figure 2). A compelling 
demonstration of their morphogenetic capability is observed in Hox4 expression patterns (Figure 
3B), where activation within localized cell populations during critical developmental windows 
triggers the developmental program for limb formation4. This hierarchical regulatory system 
shows nature's capacity to achieve morphological complexity through genetic efficiency. 

 

Figure 2. Schematic representation of hierarchical gene regulation, demonstrating how a single 
master regulatory gene (A) initiates cascading effects across multiple downstream genes 
through complex feedback networks (B-D). 

 



 
Figure 3. Schematic representation of differential Hox gene expression patterns and their 
corresponding morphological manifestations in mammalian development. The illustration 
demonstrates the spatial-temporal regulation of key Hox genes and their phenotypic outcomes: 
(A) Hox 1 expression domains directing the development of brainstem structures and inner ear 
formation in the anterior region5; (B) Hox 4 activation patterns governing appendicular 
development, specifically limb bud formation and patterning4; and (C) Hox 10 expression 
mediating axial patterning through the suppression of rib formation in lumbar vertebrae6. 

Our simulation framework proposes an analogous segmental approach to both neural network 
innervation and structural specialization. Each segment possesses the evolutionary potential to 
develop specialized appendages serving diverse functions: sensory (e.g., chemoreception, 
photoreception), motor (locomotion, predation), or protective (thermoregulation, mechanical 
defense). This modular design principle mirrors nature's efficient solution to generating complex, 
adaptable organisms. 

 

4. Co-Evolving Plant Environment 
 
Phototropism, the directional growth of plants in response to light, is primarily regulated at the 
growing tips of plants through localized auxin accumulation7. This process occurs predominantly 
in stalk segments, where specialized cell groups integrate multiple environmental signals 
including nutrient gradients, hormonal concentrations, and solar orientation (Figure 4). These 
cellular networks collectively modulate both the rate and directionality of growth at the cellular 
level, ultimately determining the plant's overall morphological development. 
 



 

Figure 4. Differential growth patterns under varying light conditions: (A) Uniform growth under 
direct overhead sunlight, and (B) asymmetric growth when illuminated from an angle, where 
auxin accumulation (depicted as gray dots) in shaded regions promotes enhanced cell 
proliferation and stalk elongation, resulting in phototropic bending toward the light source7. 

Our simulation leverages neural networks to model these sophisticated biological control 
systems that govern plant development, morphology, and environmental adaptation. We 
implement a neural network architecture within each plant stalk (Figure 5) that serves as the 
primary decision-making mechanism, enabling growing tips to respond dynamically to multiple 
environmental variables including light intensity, directional stimuli, root system proximity, and 
available energy resources. During reproduction, offspring inherit modified versions of these 
neural networks through the NEAT (NeuroEvolution of Augmenting Topologies) algorithm, 
establishing an evolving hereditary decision-making framework that adapts across generations. 

The neural network functions as a simplified analog of biological signal integration, enabling 
each stalk to autonomously select between multiple developmental pathways: leaf formation, 
vertical elongation, or metabolic dormancy. While all stalks within an individual plant share 
identical neural architecture—mirroring the uniform genetic code of biological plants—their 
responses vary based on localized environmental conditions, demonstrating position-dependent 
plasticity despite genetic uniformity. 

This hereditary framework governs the plant's comprehensive development, including growth 
patterns, reproductive strategies, and phenotypic expression, generating emergent behaviors 
that closely approximate natural plant systems. 

 



 

Figure 5. Grid-based plant growth simulation illustrating three fundamental components: (A) A 
solar radiation source providing energy to photosynthetic surfaces such as leaves, (B) Plant 
architecture comprising woody stem (dark gray) and photosynthetic leaves (light gray), and (C) 
A distributed decision-making system where each stalk contains an hereditary and identical 
neural network—analogous to shared genetic code—that processes local environmental 
conditions to determine growth responses. 

 

5. Potential Applications 
 

The proposed Genecraft simulation platform offers diverse applications spanning scientific 
research, industry, and education, demonstrating significant potential across multiple domains. 

Scientific Research 

In evolutionary biology, researchers can harness the platform to investigate fundamental 
processes such as convergent evolution and neural network development within controlled 
virtual environments. This capability enables the study of hypothetical biological systems under 
various environmental conditions, providing insights into potential evolutionary trajectories. The 
platform's sophisticated ecosystem modeling facilitates detailed analysis of trophic relationships 
and population dynamics across multiple generations. 

The NEAT-based neural networks present valuable opportunities for neuroscience research, 
particularly in understanding the minimal neural requirements for complex behaviors. This 
framework allows researchers to examine the crucial relationship between neural architecture 



and functional outcomes, revealing how relatively simple networks can generate sophisticated 
behavioral patterns. 

Industry 

In healthcare applications, the system could be configured to model complex biological 
interactions, such as tumor-immune cell dynamics, offering new perspectives on cancer 
progression and treatment strategies. By simulating these micro-ecosystems, researchers can 
better understand the evolution of drug resistance mechanisms and immune response 
adaptations, potentially leading to more effective therapeutic approaches. 

Industrial applications encompass drug discovery, where the platform can model molecular 
interactions and resistance evolution, and robotics, where evolved neural networks and 
morphological adaptations inform bio-inspired design principles. In agriculture, the plant 
evolution component enables prediction of crop adaptations to changing environmental 
conditions. 

Education 

The platform serves as a powerful educational tool, providing students with real-time 
visualization of evolutionary processes. This interactive approach makes complex biological 
concepts more accessible and engaging, facilitating deeper understanding of ecosystem 
dynamics and neural network development across various educational levels. 

Interactive educational applications can leverage the platform to create engaging "digital nature 
documentaries" where users observe and influence evolutionary processes in real-time. These 
applications bridge the gap between entertainment and education, making complex biological 
concepts accessible through hands-on interaction with evolving virtual ecosystems. 

Entertainment 

The entertainment sector represents a promising application domain for the Genecraft platform. 
In video gaming, the system's evolutionary mechanics enable unprecedented levels of 
procedural content generation, allowing for the creation of unique creatures and ecosystems 
that evolve in response to player actions. This dynamic adaptation creates deeply immersive 
gaming experiences where each player's world becomes truly unique through the natural 
evolution of its inhabitants. 

Virtual pet and creature collection games benefit significantly from the platform's sophisticated 
neural network enabled entities, enabling pets with genuinely emergent personalities and 
behaviors rather than pre-scripted responses. The morphological framework allows for virtually 
unlimited creature variations, while the neural network-driven behavior ensures each creature 
develops distinctive characteristics based on its interactions with the player and environment. 

The platform also shows potential in creative media and digital art, where artists can use 
evolved creatures and environments as elements in interactive installations or generative art 



pieces. The emergent behaviors and unique morphological developments provide rich material 
for creative expression and artistic exploration. 

Virtual Brain Bank 

A Virtual Brain Bank could serve as a decentralized marketplace where users can trade, sell, or 
lend their evolved virtual entities, complete with their trained neural networks and unique 
morphological characteristics. This exchange system enables researchers, educators, and 
enthusiasts to access pre-evolved entities with specific traits or behavioral patterns, accelerating 
research and development across various applications. Users can monetize their successful 
evolutionary experiments by offering particularly well-adapted or specialized entities, while 
maintaining proper documentation of evolutionary lineage and neural architecture for scientific 
reproducibility. The Brain Bank could also feature a rating and verification system that helps 
maintain quality standards and facilitates the identification of exceptional specimens, while 
protecting intellectual property rights through blockchain-based ownership tracking. 

The platform's open-source nature fosters community collaboration and continuous 
improvement, catalyzing innovation across these domains. As the system evolves, we anticipate 
the emergence of novel applications that further expand its utility and impact. 

6. Conclusion 

The Genecraft platform represents a significant advancement in evolutionary simulation, 
introducing novel approaches to modeling both organisms and environmental co-evolution. By 
implementing NEAT-driven neural networks, segmental specialization, and a dynamic plant 
ecosystem, we propose a framework that more accurately reflects the complexity and 
interconnectedness of natural systems. The platform's ability to generate sophisticated 
emergent behaviors and diverse ecological niches demonstrates its potential for studying 
evolutionary processes in unprecedented detail. 

The applications of this technology span multiple domains, from scientific research and 
industrial applications to education and entertainment. In research, it provides valuable insights 
into evolutionary biology and neuroscience. In industry, it offers innovative approaches to drug 
discovery and robotics design. As an educational tool, it makes complex biological concepts 
accessible through interactive visualization. In entertainment, it enables the creation of uniquely 
engaging and dynamic virtual worlds and of collectible unique entities that live in those worlds. 

Future developments of the platform could explore additional dimensions of biological 
complexity, such as chemical signaling networks and more sophisticated environmental 
feedback loops. As computational capabilities continue to advance, the platform's potential for 
modeling increasingly complex evolutionary systems will only grow, opening new avenues for 
understanding and applying nature's fundamental principles of adaptation and development. 

This work not only advances our understanding of evolutionary processes but also provides a 
versatile tool for exploring the intricate relationships between neural networks, morphological 



development, and environmental adaptation. The open-source nature of the platform ensures its 
continued evolution through community contribution, promising even greater capabilities and 
applications in the future. 
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